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Pro 
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He 


Tyr 


Thr 


Phe 


Arg 




265 
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280 










285 
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tea 


gag 


atg 


aga 
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gtt 


ata 
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aaa 


etc 


ttg 


gtg 
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gta 


912 


268 


Asn 


Ser 


Glu 


Met 


Arg 


Asn 


Val 


He 


Glu 


Lys 


Leu 


Leu 


Val 


Lys 


Lys 


Val 




269 






290 










295 










300 










271 


act 


ata 


ttt 


aga 


ata 


aca 


ggg 


tec 


ate 


etc 


atg 


tag 










948 


272 


Thr 


He 


Phe 


Arg 


He 


Thr 


Gly 


Ser 


He 


Leu 


Met 















273 305 310 

275 <210> SEQ ID NO: 4 

276 <211> LENGTH: 314 

277 <212> TYPE: PRT 

278 <213> ORGANISM: Homo sapiens 
280 <400> SEQUENCE: 4 
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He 
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65 
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Asp 
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Lys 


Thr 


He 


Ser 


Phe 
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Thr 


Phe 


Met 
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85 










90 










95 
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Gly 
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Phe 


He 


Asp 


His 


Phe 
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Gly 


Ala 


Glu 


Ala 


Phe 
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300 
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302 
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Val 
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Met 


Ala 
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Asp 
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Thr 


Leu 
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He 
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Gly Gly 
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He 
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165 










170 










175 




314 
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Glu 
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Thr 
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Thr 


Tyr 
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317 


He 


Gly 
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Val 


Val 
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Gly 


Gly 
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Cys 
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Val 


lie 


318 






195 










200 
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He 
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He 


Leu 


Asn 


Ser 


Leu 


Lys 


321 
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Thr 


Tyr 


Thr 


Gin 


Glu 


Gly 


Arg 


His 


Lys 


Ala 
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Ser 


Thr 


Cys 


Ser 


Ser 


324 


225 
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He 


Thr 


Val 


He 


Val 


Leu 


Phe 


Leu 


Phe 


Pro 


Val 


Phe 


Ser 


Tyr 


Val 


327 
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Val 


Ser 
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Ser 


He 


Asp 


Thr 


Phe 


Met 


Thr 


Val 


Phe 


Tyr 


330 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/041,615 



DATE: 02/04/2003 
TIME: 13:52:27 



Input Set : A:\cura_533__us_list.txt 
Output Set: N:\CRF4\02042003\J041615.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:51; Xaa Pos . 276 
Seq#:98; Xaa Pos. 286 
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VERIFICATION SUMMARY DATE: 02/04/2003 

• PATENT APPLICATION: US/10/041,615 TIME: 13:52:27 



Input Set : A:\cura_533_us_list.txt 
Output Set: N:\CRF4\02042003\J041615.raw 

L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:4011 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:51 after pos.:272 
L:7241 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:98 after pos.:272 
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